€3} protocols.io Partof SPRINGERNATURE

Nov 22, 2021
€ Uploading Data Files to Terra

DOI
dx.doi.org/10.17504/protocols.io.byxjpxkn

Francis J Ambrosio1

Theiagen Genomics

Theiagen

Francis J Ambrosio

OPEN aACCESS

DOI: dx.doi.org/10.17504/protocols.io.byxjpxkn

Protocol Citation: Francis J Ambrosio 2021. Uploading Data Files to Terra . protocols.io
https://dx.doi.org/10.17504/protocols.io.byxjpxkn

License: This is an open access protocol distributed under the terms of the Creative Commons Attribution License, which
permits unrestricted use, distribution, and reproduction in any medium, provided the original author and source are credited

Protocol status: Working
We use this protocol and it's working

Created: October 11, 2021
Last Modified: November 22, 2021

Protocol Integer ID: 53963

protocols.io | https://dx.doi.org/10.17504/protocols.io.byxjpxkn November 22, 2021 1/7



https://dx.doi.org/10.17504/protocols.io.byxjpxkn
https://www.protocols.io/researchers/francis-ambrosio
https://www.protocols.io/researchers/francis-ambrosio
https://www.protocols.io/researchers/francis-ambrosio
https://dx.doi.org/10.17504/protocols.io.byxjpxkn
https://dx.doi.org/10.17504/protocols.io.byxjpxkn
https://creativecommons.org/licenses/by/4.0/
https://www.protocols.io/
https://www.protocols.io/
https://dx.doi.org/10.17504/protocols.io.byxjpxkn

@ protocols.io Part of SPRINGER NATURE
Abstract

Uploading data to Terra.bio is an essential step in the protocol for analyzing locally stored genomic sequencing
data. The Terra.bio uploads page allows users to easily organize their data files using an associated metadata file
via a browser-based graphical user interface. This protocol explains the process to prepare the data files and the
associated metadata file for upload, and provides the link to the Terra.bio uploads page.
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I Upload Data Files

1

Navigate to the Terra.bio uploads page.

C' & app.terra.bio/#upload

. DATA UPLOADER

Select an existing workspace or create the workspace where the data will be uploaded.
If there are no workspaces created under the billing project associated with this account
please reach out to support@theiagen.com and we will facilitate the creation of a
workspace pre-loaded with workflows to perform the analyses needed to meet any
variety of research objectives.

= . DATA UPLOADER

= sELECT A WORKsPAcE ©

You must first select the workspace you wish to upload your files into. You have access to the follo

Search Workspaces Tags - J ‘ Billing project « | clear

Select an existing collection or create the collection where the data will be uploaded.

= . DATA UPLOADER

2 WORKSPACE theiagen-validations Change
workflow_validations

[3J SELECT A COLLECTION 0 - .

Each collection represents a group of files with a single metadata file describing the table structur, collection, or add files to an existing one.

Choose an existing collection
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4 Drag and drop files into the indicated region of the page (or use the file browser by
selecting the plus button in the bottom right hand of the window).

- . DATA UPLOADER

8 WORKSPACE theiagen-validations
workflow_validations

O3 coLLecTiON titan_fasta

B UPLOAD YOUR DATA FILES

Upload the files to associate with this collection by dragging them into the table below, or clicking the Upload button

You may upload as many files as you wish, but each filename must be unique.

Change

titan_fasta /

Then click 'NEXT'

Upload Metadata File

5 Using the sample names and file names of the the files that have been uploaded to Terra,

Drag and drop your files here

create a spreadsheet of this "metadata" to upload to Terra as well.

Cell A1 defines the root entity. This will be the name of the table where the data is stored
in Terra. The root entity is defined using the "entity:" notation and must end with "_id".

entity:iIlumina_pe_2021_id| |

sample_name_1
sample_name_2
sample_name_3
sample_name_4
sample_name_5
sample_name_6
sample_name_7
sample_name_8
sl1ll sample_name_9
kW sample_name_10

readl
readfile_1_R1.fastq
readfile_2 R1.fastq
readfile_3 R1.fastq
readfile_4_R1.fastq
readfile_5 R1.fastq
readfile_6_R1.fastq
readfile_7_R1.fastq
readfile_8 R1.fastq
readfile_9 R1.fastq

readfile_10_R1.fastq

read2
readfile_1_R2.fastq
readfile_2 R2.fastq
readfile_3_R2.fastq
readfile_4_R2.fastq
readfile_5_R2.fastq
readfile_6_R2.fastq
readfile_7_R2.fastq
readfile_8 R2.fastq
readfile_9_R2.fastq
readfile_10 _R2.fastq

The file names in the spreadsheet should match the file names of the files that were

uploaded in the previous section.

*NOTE: It is best practices to include the run_id of each sample in an addition column:
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&

sample_name_1
sample_name_2
sample_name_3
sample_name_4
sample_name 5
sample _name 6
sample_name_7
sample_name_8
sample_name_9
sample_name_10

entity:illumina_pe_ 2021 _id

read1 read2

readfile_1_R1readfile_1_RI
readfile_2 R1readfile_2 R
readfile_3_R1readfile_3 Ri
readfile_4 R1readfile_4 Ri
readfile 5 R1readfile 5 Ri
readfile 6 R1readfile 6 Ri
readfile_7 R1readfile_7 R
readfile_8 R1readfile_8 Ri
readfile_9 R1readfile 9 RI
readfile_10_F readfile_10_F

> |
run_id .
miseq_00001
miseq_00001
miseq_00001
miseq_00001
miseq_00001
miseq_00001
miseq_00001
miseq_00001
miseq_00001
miseq_00001

6 Save the file as a tab delimited text file:

Book1
v Excel Workbook (.xIsx)
Applicati...

Desktop
Excel 97-2004 Workbook (.xls)
CSV UTF-8 (Comma delimited) (.csv)

Downloads _ e Web Page (.htm)
B9 Applications

B Library
£ Macintos... B System
B Users

Documents

Excel Template (.xltx)
Excel 97-2004 Template (.xIt)
PDF

® Red Excel Macro-Enabled Workbook (.xlsm)
® Orange Excel Binary Workbook (.xIsb)
Single File Web Page (.mht)

Online Locations File Forme Excel Macro-Enabled Template (.xItm)
® Green Tab delimited Text (.txt)

Blue UTF-16 Unicode Text (.txt)
Excel 2004 XML Spreadsheet (.xml)
Microsoft Excel 5.0/95 Workbook (.xls)

® Yellow

® Purple

® Gray

Comma Separated Values (.csv)

All Tane

7 Drag and drop the metadata file into the indicated region of the page (or use the file
browser by selecting the plus button in the bottom right hand of the window).
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DATA UPLOADER

O R theiagen-vaidations Change
workflow_validations

O coLLECTION titan_fasta Change
ncludes 31 files ange
DATA FILES Includ: il Chang

UPLOAD YOUR METADATA FILES

Upload a tab-separated file describing your table structures.
« Any columns which reference files should include just the filenames, which will be matched up to the data files in this collection,
« The first column must contain the unique identifiers for each row. The name of the first column must start with entity: followed by the table name, followed by _id.

For example, if the first column is named entity:sample_id, a table named "sample" will be created with "sample_id" as its first column. There are no restrictions on other columns.

Drag and drop your metadata .tsv or .txt file here e

8 Review the entries in the datatable and click 'CREATE TABLE' to complete the upload
process

= . DATA UPLOADER

2 WORKSPACE theiagen-validations Change
workflow_validations

03 COLLECTION titan_fasta Change
B patAFILES Includes 31 files Change

UPLOAD YOUR METADATA FILES

Creating a new Table: illumina_pe_2021 CANCEL

If this table looks right to you, click the button on the right to create the table in your workspace

entity:illumina_pe_2021_id readl read2

= @ Cirauplonoer

3 WORKSPACE theiagen-validations Change
workflow_validations

B coLLECTION titan_fasta Change

ncludes 31 files ange

DATA FILES Includs file Chang

reated table i1lunina_pe 2021, added or modified 30 rows ange

[E] METADATA TABLES Created tabl ina_pe_ dded dified Chang:
DONE!

= View the i1lunina_pe_2021 table in the workspace
Create a new table i the titan_fasta collection

[ Start over with another workspace or collection

If you experience any issues during this process please reach out to our support email:
support@terrapublichealth.zendesk.com

If video is your preferred medium of support check out our youtube video on uploading
paired end sequencing data to Terra.bio:
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https://youtu.be/DTU4rONQycl
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