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protocols.io | https://dx.doi.org/10.17504/protocols.io.14egn3kjzl5d/v1 February 7, 2024 1/3

https://dx.doi.org/10.17504/protocols.io.14egn3kjzl5d/v1
https://dx.doi.org/10.17504/protocols.io.14egn3kjzl5d/v1
https://www.protocols.io/researchers/peter-kilfeather
https://www.protocols.io/researchers/peter-kilfeather
https://www.protocols.io/researchers/peter-kilfeather
file:///sign-up?u=about%3Ablank
https://dx.doi.org/10.17504/protocols.io.14egn3kjzl5d/v1
https://dx.doi.org/10.17504/protocols.io.14egn3kjzl5d/v1
https://dx.doi.org/10.17504/protocols.io.14egn3kjzl5d/v1
https://creativecommons.org/licenses/by/4.0/
https://www.protocols.io/
https://www.protocols.io/
https://dx.doi.org/10.17504/protocols.io.14egn3kjzl5d/v1


Created: February 06, 2024

Last Modified: February 06, 2024

Protocol  Integer ID: 94803

Keywords: seq cell type abundance analysis stereo, seq cell type abundance analysis, seq cell type abundance analysis from

kilfeather, cell, seq

Funders Acknowledgements:

Aligning Science Across Parkinson's
Grant ID: ASAP-020370

Monument Trust Discovery Award from Parkinson’s UK

Grant ID: J-1403

Abstract

Stereo-seq cell type abundance analysis from Kilfeather, Khoo et al., 2024
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Protocol

1 To test for differential abundance of cell types between age groups, we used mixed

effects modelling of associations of single cells (MASC). MASC tests whether cell type

membership of individual cells is influenced by an experimental covariate of interest,

while accounting for technical covariates and biological variation. We specified mouse

genotype as a fixed covariate and mouse of origin as a random effect in the generalized,

mixed-effect model. Changes in cell type abundance were considered significant at

FDR-P < 0.01.
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