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Protocol status: Working
We use this protocol and it's working

Created: May 01, 2022
Last Modified: August 01, 2025
Protocol Integer ID: 61762

Keywords: sop54v1-tgd-genotypingsubmissionforcollaborator, collaborator sample, sample, protocol

Abstract

This is the protocol to submit samples for genotyping for collaborator samples.

Before start

QC Template: ﬁ Genotyping QC Template.xIsx
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1

Go to Stanford ilabs: https://stanford.ilabsolutions.com/landing/7

Log in with your credentials, then select Core Facilities in the left hand side menu.

Select Stanford Genomics. Then select Request Services.

N
Stanford Genomics (&3 )Stanford

&7 University

Select "Whole Genome Genotyping Assay Service Request (Genotyping)" in their list
of services.

Fill out the first part of the form like so:

[Not Started (=

Fill out the second part of the form like so:
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View Form: Request Form: GENEOTYPING - DRAFT 6/11

GENERAL

Lab Location (on-campus) / Address:

* Project Tite: [Batcn 7

PROCESSING DETAILS
* Number of Samples:

* Platform:

* Species:
* ILLUMINA - Array Type:

* — Other llumina Array Type:

SAMPLE DETAILS
# Have samples been QCd?

Attach QC Results File # please upload
ik ploase upload o seectand pioas

¥ LIST ALL SAMPLES FOR SUBMISSION (required)

 save completed form, then ciick submit request to core buton at the bottom of the page.

[Not Started =31

) Description Volume (u)

mmmmm

internally. (e.g. JD-1; JD2; JD3...)

6.1 In Project Title, write the correct batch number of this genotyping batch.
Upload the Genotyping QC file for the batch of samples you are submitting, in the "QC

A .
Results File" section. The template for this is here: h Genotyping QC Template.xIsx
Fill out the sample information form - you can download an excel template and then

reupload to make it easier.

7 In the payment section, fill out the PTA information. You will need to know the PTA
breakdown and distribution for each sample type (each collaborator might require a
different grant be used). Have that reflected here.

Cost

The core will review your request and provide you with a quote for the requested service(s).

Payment Information

Please enter the PTA &

% PTA ©
1[1000 {6 [Select PTA... v
100.0% Total Allocated &

enter additional payment information

8 Click submit request to core.

+ Split Charge

' submit request to core | | [l save draft request | | 3 Cancel
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9 Prepare your samples in a 96 well plate. Remember to indicate which sample went where
in your QC spreadsheet, in plate layout.
Dilute samples to 50 ng/uL in 15 uL of elution buffer. If samples are very low in
concentration (below 10 ng/uL), provide the entire sample in a tube to the Stanford
Genomics core, and indicate that it needs speed vacuuming in the QC spreadsheet.
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