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Manuscript citation:

Brian Hie, Bryan Bryson & Bonnie Berger. Efficient integration of heterogeneous single-cell transcriptomes using Scanorama. Nature
Biotechnology 37:685-691 (2019).

License: This is an open access protocol distributed under the terms of the Creative Commons Attribution License, which
permits unrestricted use, distribution, and reproduction in any medium, provided the original author and source are credited

Protocol status: Working
We use this protocol and it's working
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Abstract

Scanorama enables efficient integration of heterogeneous scRNA-seq data sets.

Troubleshooting
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