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Disclaimer
DISCLAIMER - FOR INFORMATIONAL PURPOSES ONLY; USE AT YOUR OWN RISK

The protocol content here is for informational purposes only and does not constitute legal, medical, clinical,
or safety advice, or otherwise; content added to protocoils.io is not peer reviewed and may not have
undergone a formal approval of any kind. Information presented in this protocol should not substitute for
independent professional judgment, advice, diagnosis, or treatment. Any action you take or refrain from
taking using or relying upon the information presented here is strictly at your own risk. You agree that
neither the Company nor any of the authors, contributors, administrators, or anyone else associated with
protocols.io, can be held responsible for your use of the information contained in or linked to this protocol
or any of our Sites/Apps and Services.

Abstract

This protocol describes the preparation, staining, and in situ spatial transcriptomic analysis of tissue sections
using an integrated 10x Genomics workflow. Standardized procedures were followed for tissue processing, slide
preparation, and staining to ensure consistency and quality. The 10x Genomics Xenium platform was employed for
high-resolution spatial gene expression profiling, enabling detailed molecular characterization of tissue
architecture. The analysis utilized the Xenium Segmentation Kit for accurate cell segmentation, the 5k Standard
Human Gene Panel for broad transcriptomic coverage, and an additional 100-gene add-on panel to enhance
detection of specific targets of interest.
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Section preparation

1 Block handling, QC, and sectioning were performed according to CGO00758 Rev E.

2 After sectioning, slides were placed in a slide drying rack and baked at 42°C for 3 hours,
then placed in a desiccator at room temperature overnight.

Xenium In Situ

3 The assay was performed following Deparaffinization & Crosslinking according to A
CGO000758 Rev E, section 4, immediately followed by probe priming, polishing,
hybridization, ligation, and amplification according to CG000760 Rev C, then cell
segmentation staining and quenching according to the same protocol.

4 The Xenium Analyzer was utilized according to CG000584 Rev J.
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